. Rarity score distribution in GS:SFHS. Histogram for the rarity score values in all the individuals of GS:SFHS (note the change in the total score scale after a value of 1500000, darker bars). Table S1 . Results for regions responsible of the PCs forming three-cluster patterns detected in the GWAS analysis: Chromosome, number of the PC showing the pattern, length of the area (in base pairs), chromosomal region where it is located and genes located in them (including complete name and known functions).
-see file SuppTableS1.xlsx- Table S2 . Thresholds and number of markers included in the computation of the GRMs in GS+1kG population. 
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